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Ext. Data Fig. 1. Mirman, Lottersberger et al.
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Ext. Data Fig. 2. Mirman, Lottersberger et al.
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Ext. Data Fig. 3. Mirman, Lottersberger et al.

a

TPP1FIF53BP1--
pMX 53BP1_ 53BP1ARIf1

Cre - + - + - +

shSth1 - + - + - + - + - + - +

- W " = = w» [Stn1
v mm - =|53BP1

y-tub
b TPP1FF53BP1--
pMX 53BP1 WT 53BP1ARif1
Cre - + - + - +
shStn1 - +

- + - + - + - + - +
o — ---—-— -

d TPPIFFRIf{F+ _ TPP1FFRIf1FIF g TPPAFIFRif1FIF
g™ == F = = & - Cre - +
shStn1 - + - o+ -+ - o+ shStn1 ﬁ E——
-— - —— - Stn1 Stn1
— — > —_— H )
= - E=T R

|- -— -..-.qy-tub

h

TPPAFFRIf1F/*  TPP1FFRIf{FF cie

Cre __ - u - ¥ shStn1
shStn1 - + -

R e Exol
- DD Ep - -" (E. coli)
|

z
MW °R i
140- <
120- . i ? mv g
Y i, ] %
19‘:’: '5 120. ;
' b 4 MW
zg. 8 100- 'y 3 120
891 kol 90. ; 3 110-
40 - E)
30- . - . . - 70. 8 190
20- 60- - = :g_
50- L §
et T T A ] | | B 5
2 20. 50
g 40-
MW 2 »
140 ] »
@ 20.
120- a &
100- g g
%0 | 5 g
70. &l 3
3 > £,
30- & %
20-
>
()
@ MW
c B R oy R = = o
o 107 ==y (! (o | A ! § 100 -
=
- TR & 90 -
£0 o ‘15,? ® -
%’2 70 -
2E o f = e 50
© r 1 r 1
£S 6 0 [ T e T e B 40-
3 15 .
32 4 - e 1
33 > g3
EE - 9
sE 2| e (S % 2
c'y e 104
8 |e= — & 3= A
0 %% =
shStn1- + - + - + - + - + - + 3% %
Cre__ - + - + - + 28
pMX 53BP1 WT  53BP1ARif1 § 2 54 P
TPP1F/F 53BP1-/- § E
3 % &
== 5 o [
shStn1 - + - + - + - +
Cre__ - + - +

TPP1FFRifF/+ TPP1FFRIf1FIF

TPP1FFRif1F/F

1.0 00 1.3 0.0 11.9 0.3 11.9 0.3
Relative ss TTAGGG signal
normalized to total TTAGGG

U[o9ovlL]ss - anjeN

Ulnoovl1]eio) - paimeusq



Ext. Data Fig. 4. Mirman, Lottersberger et al.
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Ext. Data Fig. 5. Mirman, Lottersberger et al.
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Ext. Data Fig. 6. Mirman, Lottersberger et al.
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Ext. Data Fig. 7. Mirman, Lottersberger et al.
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Ext. Data Fig. 8. Mirman, Lottersberger et al.
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